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NYU Center for Genomics & Systems Biology
1009 Silver, 100 Washington Square East
New York, NY 11238
http://www.danielpollard.com

EDUCATION
2001-2007 PhD in Biophysics with a Designated Emphasis in Computational and
Genomic Biology
University of California, Berkeley, CA
1994-1998 BA in Mathematics with Minor in Biology, Magna Cum Laude
Bowdoin College, ME
1996-1997 Bowdoin Study Away Program
Sea Education Association, MA
Marine biology, oceanography & nautical science experiential learning
RESEARCH EXPERIENCE

2008-present

2001-2007

1998-2001

Postdoc Project: Laboratory of Matthew Rockman

Center for Genomics & Systems Biology, New York University, NY
Uncovering the genetic basis for variation in gene expression and RNAi
sensitivity in the nematode worm, C. elegans, using quantitative genetics,
genomics, network modeling and targeted molecular analyses.

Graduate Thesis Project: Laboratory of Michael Eisen

Department of Molecular & Cell Biology, University of California, Berkeley, CA
Developed comparative genomics infrastructure and investigated evolutionary
constraints and dynamics of cis-regulatory sequences in Drosophila. Projects
included generating annotations and synteny maps for sequenced insects, testing
impact of alignment inaccuracies on inferences of regulatory element
conservation and divergence, investigating incongruence in the Drosophila
phylogeny, estimating selective constraints on regulatory sequences and modeling
and measuring rates of transcription factor binding site turnover.

Research Assistant Project: Laboratory of Lewis Cantley

Department of Cell Biology, Harvard Medical School, MA

Examined activation, regulation and downstream targets of phosphoinositide
kinases using biochemical, cell biological, physiological and bioinformatic
techniques in transgenic mice and human cell lines.

(212) 998-8272 (work)

(510) 306-6119 (cell)
dp96@nyu.edu
danielapollard@alumni.bowdoin.edu



TEACHING EXPERIENCE

2007 Instructor: Introduction to Genetics
Extension School, University of California, Berkeley, CA
Designed and taught 45 hour undergraduate course

2007 Instructor: Introduction to Programming for Bioinformatics
Department of Molecular & Cell Biology, University of California, Berkeley, CA
Designed and taught an 80 hour graduate course

OTHER PROFESSIONAL EXPERIENCE

2009-present Group Coordinator: Biology Department Journal Discussion Group
New York University, New York, NY
Initiated and organized weekly discussion on current topics in biology

2007 Grant Referee: The Wellcome Trust

2006-present Journal Referee: Bioinformatics, BMC Bioinformatics, BMC Evolutionary
Biology, Molecular Phylogenetics & Evolution, PL0oS Computational Biology,
Trend in Genetics

1999-present Label Manager: Pigeon Records
http://www.pigeonrecords.com
Founder and coordinator of independent record label with thirteen artists

1997-present Musician: Rock Band ‘Spouse’
http://www.spousemusic.com
Released four full-length albums and toured the US extensively

2002-2004 Seminar Coordinator: Computational & Genomic Biology
University of California, Berkeley, CA
Initiated, procured funding for and coordinated a new weekly seminar series on
the topic of Computational and Genomic Biology

2000-2001 Lab Manager: Laboratory of Lewis Cantley
Department of Cell Biology, Harvard Medical School, MA

FELLOWSHIPS & AWARDS

2009-present National Science Foundation Postdoc Research Fellowship in Biology
New York University, New York, NY

2003-2005 Genomics Graduate Research Fellowship
University of California, Berkeley, CA

2001-2003 Biophysical Chemistry Graduate Research Fellowship
University of California, Berkeley, CA

1998 Cum Laude Society: Magna Cum Laude
Bowdoin College, ME
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